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899  Fig. 5. Comparison of D-serine and glutamate binding to GIuN2A. (A) Overlay of D-serine (teal) and
900  glutamate (gray) density. (B) Residues that distinguish D-serine (teal) from glutamate (gray) binding
901 pathways (see Dataset S7).
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Fig. 6. Conformational dynamics of near-pocket glycans. N-linked MansGIcNAc2 (Man5) glycans (A)
N443-Man5 and N444-Man5 for GIuN2A and (B) N491-Man5 for GluN1. Glycan conformational energy
landscapes for (C) GIuN2A N443-Man5, (D) GIuN2A N444-Man5, and (E) GIuN1 N491-Man5 were
obtained by computing the minimum distance between all glycan heavy atoms and D2 lobe residues and
binning the distribution from all glycosylated simulation systems. Shaded error regions were computed
using a block-averaging scheme described in Methods.

44


https://doi.org/10.1101/2022.03.07.483247
http://creativecommons.org/licenses/by-nc-nd/4.0/

