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Figure 5.4: Expression differences in puplIpre3pdr5 between untreated and one hour
treatment with MG132. Heatmap of genes with significantly different expression (FDR <
0.05) between untreated pupipre3pdr5 yeast (Samples 0 A-C) and PUPIPRE3pdr)5 treated

with MG132 for one hour.
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Figure 5.4: Expression differences in pup1pre3pdr5 between untreated and one hour treatment with MG132. Heatmap of genes with significantly different expression (FDR < 0.05) between untreated pup1pre3pdr5 yeast (Samples 0 A-C) and PUP1PRE3pdr5 treated with MG132 for one hour.
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Figure 5.5: Comparison of significantly differentially expressed genes in response to
MG132 treatment — PUPIPRE3pdr5 compared to pupIpre3pdr5. (A) Venn diagram of genes
repressed by MG132 in PUPIPRE3pdr5 (Red) and puplpre3pdr5 (Blue). (Significance is p <
0.05). (B) Venn diagram of genes induced by MGI132 in PUPIPRE3pdr5 (Red) and
pupIpre3pdr5 (Blue). (Significance is p < 0.05).
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Figure 5.5: Comparison of significantly differentially expressed genes in response to MG132 treatment – PUP1PRE3pdr5 compared to pup1pre3pdr5. (A) Venn diagram of genes repressed by MG132 in PUP1PRE3pdr5 (Red) and pup1pre3pdr5 (Blue). (Significance is p < 0.05). (B) Venn diagram of genes induced by MG132 in PUP1PRE3pdr5 (Red) and pup1pre3pdr5 (Blue). (Significance is p < 0.05). 
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Figure 5.6: Identification of common promoter motifs in genes in which expression is
responsive to MG132 treatment. (A) Distribution of Log2 fold change from 0 to 1 hours of
treatment. Induction of expression after one hour of treatment with MGI132 in yellow.
Repression of expression in response to MG132 treatment in Blue. (B) Example of an activator,
Rpn4, with binding motifs enriched in genes with increased expression in response to MG132.
(C) Example of an activator, Fhll, with binding motifs enriched in genes with increased

expression in response to MG132.
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Figure 5.6: Identification of common promoter motifs in genes in which expression is responsive to MG132 treatment. (A) Distribution of Log2 fold change from 0 to 1 hours of treatment. Induction of expression after one hour of treatment with MG132 in yellow. Repression of expression in response to MG132 treatment in Blue. (B) Example of an activator, Rpn4, with binding motifs enriched in genes with increased expression in response to MG132. (C) Example of an activator, Fhl1, with binding motifs enriched in genes with increased expression in response to MG132.
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Figure 5.7: Common promoter motifs in genes in which expression is induced by MG132
treatment. (A) Log fold change in expression of genes with Hsfl binding motifs in their
promoters. (B) Log fold change in expression of genes with Msn2 binding motifs in their
promoters. (C) Log fold change in expression of genes with Msn4 binding motifs in their
promoters.

106


tanseylab
Text Box
Figure 5.7: Common promoter motifs in genes in which expression is induced by MG132 treatment. (A) Log fold change in expression of genes with Hsf1 binding motifs in their promoters. (B) Log fold change in expression of genes with Msn2 binding motifs in their promoters. (C) Log fold change in expression of genes with Msn4 binding motifs in their promoters.
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Figure 5.8: Common promoter motifs in genes in which expression is repressed by MG132
treatment. (A) Log fold change in expression of genes with Gend binding motifs in their
promoters. (B) Log fold change in expression of genes with Rapl binding motifs in their
promoters. (C) Log fold change in expression of genes with Sfpl binding motifs in their
promoters.
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Figure 5.8: Common promoter motifs in genes in which expression is repressed by MG132 treatment. (A) Log fold change in expression of genes with Gcn4 binding motifs in their promoters. (B) Log fold change in expression of genes with Rap1 binding motifs in their promoters. (C) Log fold change in expression of genes with Sfp1 binding motifs in their promoters.
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Figure 5.9: Comparison of my significant genes with previous genome wide studies of
proteasome inhibition. (A) Overlap of genes repressed in response to MG132 treatment (Red;
Dembla-Rajpal et al, 2004), (Green; Current work), or to PS341 (Blue; Fleming et a/ 2002). (B)
Overlap of genes induced in response to MG132 treatment (Red; Dembla-Rajpal et al, 2004),
(Green; Current work), or to PS341 (Blue; Fleming er al 2002). (C) Disharmony between the two
expression data sets. Genes observed as induced by Dembla-Rajpal et a/ (Red) and Fleming et al
(Blue) compared to those that were repressed in my data set (Green). (D) Disharmony between the
two expression data sets. Genes observed as repressed by Dembla-Rajpal et a/ (Red) and Fleming et
al (Blue) compared to those that were induced in my data set (Green).
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Figure 5.9: Comparison of my significant genes with previous genome wide studies of proteasome inhibition. (A) Overlap of genes repressed in response to MG132 treatment (Red; Dembla-Rajpal et al, 2004), (Green; Current work), or to PS341 (Blue; Fleming et al 2002). (B) Overlap of genes induced in response to MG132 treatment (Red; Dembla-Rajpal et al, 2004), (Green; Current work), or to PS341 (Blue; Fleming et al 2002). (C) Disharmony between the two expression data sets. Genes observed as induced by Dembla-Rajpal et al (Red) and Fleming et al (Blue) compared to those that were repressed in my data set (Green). (D) Disharmony between the two expression data sets. Genes observed as repressed by Dembla-Rajpal et al (Red) and Fleming et al (Blue) compared to those that were induced in my data set (Green).
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