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Correction: Chromosomal-Level Assembly of
the Asian Seabass Genome Using Long
Sequence Reads and Multi-layered
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There is an error in the third paragraph of the Introduction. Specifically, the following sen-
tence is incorrect: "The karyotype is represented by a diploid number of A chromosomes

(2n = 24) and a variable number (2-10) of additional B chromosomes [12]". This sentence
should read: "The karyotype is represented by a diploid number of A chromosomes (2n = 48)
and a variable number (2-10) of additional B chromosomes [12]".
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